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INTRODUCTION RESULTS

Migraine is a complex debilitating neurovascular disorder characterized by
attacks of moderate to severe headache pain lasting 4 to 72h and
symptoms may include photophobia, phonophobia, nausea and vomiting.

Calcitonin Gene Related Peptide (CGRP) is frequently implicated in migraine
pathophysiology and is a target for migraine treatment. Its receptor consists
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METHODS DISCUSSION
i Bisulfite Sequencing of 104 samples: ) Only one study, relying on a small sample size, has analyzed the methylation of the human RAMP1 promoter
L >4 cases +-5° controls ) in the context of migrainel. Our preliminary results seem to contradict that study as we found that female
4 )
Polymerase Chain Reaction (PCR) migraineurs generally tend to have higher methylation levels than female controls.
. = < > We discovered a new CpG unit potentially associated to migraine which may disrupt the transcription of
Sanger Sequencing CGRP.
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